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The problem of thrombophilia in obstetric practice is one of the most important health problems
throughout the world, including in Uzbekistan. It should be said that thrombophilia is associated not
only with the development of venous thromboembolic complications (VTEC), but also with whole
problems of obstetric complications - the so-called Great Obstetrical Syndromes. [1-4; 9,10, 14]

The term "thrombophilia” was first coined in 1995 by the World Health Organization (WHO) and the
International Society of Thrombosis and Haemostasis (ISTH). [1,3, 5-7,9,10] The process of
thrombophilia is characterized by a state of predisposition to the formation of thrombosis, the onset of
which begins at an early age in persons with a family history, i.e. congenital types of thrombophilia
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associated with profound hereditary deficiency of antithrombin Il1I, factor V Leiden mutation,
prothrombin mutation (620210D), decreased levels of proteins C and B. [9,10-14]

The acquired form of thrombophilia was characterized by the carriage of antiphospholipid antibodies
(APA) in antiphospholipid syndrome (APS), associated with arterial and venous thrombosis, and fetal
loss syndrome. [3,5,16] . In this case, the morphological substrate of most arterial disasters is a
damaged (unstable) atherosclerotic plaque with thrombosis of the artery lumen.

Scientific publications express contradictions about the connection between carriage of
prothrombogenic mutations and polymorphisms and the risk of phenotypic implementation in the form
of thrombosis and/or obstetric complications. A number of studies and meta-analyses note an
association with the presence of mutations. [2,3,7-10]. In this case, the associated probability of
thrombosis and/or obstetric complications is estimated to range from 10 to 50%. It follows from this
that approximately 50-90% of prothrombotic mutations have only a constant uncontrollable risk factor
that is not realized phenotypically. Data analysis suggests that such a relationship has its own
objectivity and validity; it is recommended to evaluate it in the context of the presence in an individual
of not just any one risk factor, but their combinations, which in all cases determine the multigenic
origin of thrombophilia.

Studies have established the importance of blood clots in pregnant women and fetal loss syndrome,
which is one of the leading causes of death during pregnancy and delivery. On the other hand, women
with a history of thrombosis have an increased risk of preeclampsia, as well as miscarriage and
stillbirth due to blood clots in the placenta, umbilical cord or blood vessels in the fetus.

In connection with the above, we were interested in assessing the state of hemostasis - the multigene
origin of thrombophilia in women with unsuccessful IVF in the Uzbek population, taking into account
the assessment of plasma genes - F3 and F7.

The F3 gene encodes coagulation factor I11, which is a cell surface glycoprotein. This factor allows
cells to initiate coagulation cascades and functions as a high-affinity receptor for coagulation factor
VII. The resulting complex provides the catalytic event responsible for the initiation of protease
coagulation cascades through specific limited proteolysis. Unlike other cofactors of these protease
cascades, which circulate as nonfunctional precursors, this factor is a potent initiator that is fully
functional when expressed on cell surfaces, such as monocytes[13-24].

There are 3 different domains of this factor: extracellular, transmembrane and cytoplasmic. Platelets
and monocytes have been shown to express this coagulation factor under procoagulant and
proinflammatory stimuli, and a major role in HIV-associated coagulopathy has been described.
Platelet-dependent coagulation factor Il1 expression in monocytes has been described to be associated
with severity and mortality of coronavirus disease 2019 (COVID-19). This protein is the only one in
the coagulation pathway for which no congenital deficiency has been described. Alternative splicing
results in many transcript variants. [25-42.]

The purpose of our research was to evaluate the detectability of allelic variants and genotypes of the
F3 gene polymorphism (G/T) in the development of thrombophilia in women with unsuccessful IVF in
the Uzbek population.

Material and research methods. We examined 105 women aged 20 to 39 years. All pregnant women
underwent general clinical, instrumental, functional (ultrasound, Doppler), and ELISA studies.
Pregnant women were consulted by related specialists. (therapist, neurologist, infectious disease
specialist, dermatologist, endocrinologist, etc.) Among the 105 patients, the main group consisted of
90 women with an established diagnosis of thrombophilia and 15 women made up the age-matched
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control group. Molecular genetic examination of biomaterials (DNA) was carried out on the basis of
the clinical laboratory of Genotechnologies LLC. DNA extraction from all biological blood samples
was carried out using the Ribo-prep kit (Interlabservice, Russia).

To identify the genotype polymorphism consisting of the G>T alleles of the F3 gene, allele-specific
primers from the manufacturer were selected from DNA samples. To genotype DNA samples using
polymerase chain reaction (PCR), 200 DNA samples were examined. For this purpose, the 96-cell
automated amplifier "Applied Biosystems Veriti" was optimized according to the following program:
initial denaturation once at 180 sec 94°C, 94°C - 10 sec, 64°C - 10 sec, 72°C - 20 sec in the program
we did these specified steps 40 times for the polymerase chain reaction to occur. Statistical analysis of
the results was carried out using the statistical software package “OpenEpi 2009, Version 2.3”.

Research results. Based on informed consent, the patients underwent molecular genetic studies to
determine the occurrence of allelic variants and associations of polymorphisms of genotypes of the F3
gene using PCR. ( Table 1.)

Table 1. Frequency of distribution of allelic variants and polymorphism of the F3 gene (G/T) with
unsuccessful IVF in women with thrombophilia and the healthy control group.

Ne Group Allele frequency Genotype distribution frequency
G T G/G G/T T/T
N % n % N % n % n %
1. Main group 83 79,8 21 20,2 | 48 |533*| 35 | 388 | 7 7,7
n=90(180)
2 Counter. group 30 100 15 | 100,0
n=15 (30)

N — number of examined patients; *n - number of alleles studied; * - reliability indicator in relation to
the control group (P<0.05)

As follows from the table, the frequency of distribution of alleles of the G/T polymorphism of the F3
gene in the sample of women of the main group showed that the functional G allele was determined in
72.7% (133/180), and in the group of control individuals without thrombophilia - in 100% (30 /30)
respectively. (y2=10.65; p<0.001; OR=0.04; 95%CI 0.00 — 0.73). While the mutant allele “T” in the
main group was detected in 49 chromosomes (49/180), which accounted for 37.4% of cases. And in
the group of control persons in our cases it was not detected. (y2=10.65; p<0.001; OR=22.96; 95%ClI
1.38 — 382.75); The data obtained were statistically significant (p<0.001) with a high odds ratio
(OR=22.96), indicating a high association between the mutant allele “T” of the F3 gene polymorphism
in thrombophilia in women of the Uzbek population.

The data obtained indicate a significant association of the allelic frequency of the mutant allele T of
the F3 gene of the studied polymorphism with thrombophilia in women with unsuccessful 1VF.

Analysis of the frequency distribution of genotypic variants of the G/T polymorphism of the F3 gene
showed the detection of favorable homozygous G/G variants in 53.3% of cases (48/90), while in the
group of control individuals this genotype was 100% (15/15), respectively . (y2=11.67; p<0.003;
OR=0.04; 95%C10.00 — 0.63) (Table 1) . (P <0.001)

It should be noted that heterozygous genotypes G/T of the F3 gene were detected only in the main
group and accounted for 53.3% of cases (48/90). (y2=11.67; p<0.003; OR=19.83; 95% CI1.15 —
341.95) and mutant homozygous genotypes T/T - in 7 patients, which amounted to 7.7%, respectively.
(x2=11.67; p<0.003; OR=2.78; 95% CI 0.15 — 51.30). Moreover, in the control group, hetero- and
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homozygous genotypes with mutant allelic variants were not detected. The data obtained were
statistically reliable. (P <0.003).

Thus, the data from our study showed the association of the unfavorable variant allele “T” of the F3
gene polymorphism, leading to the replacement of GIn with Tim amino acid sequence, with the
development of the risk of non-developing pregnancies (NP) due to thrombophilia in women with
unsuccessful IVF in the Uzbek population. We found that the risk of developing this NB in the
presence of a variant T allele polymorphism in the genome is increased by 22.9 times (OR = 19,83).

Table 2. Differences in the frequency of occurrence of alleles and genotypes of the G/T polymorphism
of the F3 gene in the main and control groups

Alleles and Frequency of occurrence of o '
genotypes glleles and genotypes Statistical difference
Main group Control
Allele G 131 30 x*=10.65; p<0.001; OR=22.96; 95%CIl 1.38 — 382.75
Allele T 49
Genotype G/G 48 15 x*=11.67; p<0.003; OR=0.04; 95%C10.00 — 0.63
Genotype G/T 35 0 x*=11.67; p<0.003; OR=19.83; 95% CI1.15 — 341.95
Genotype T/T 7 0 x*=11.67; p<0.003; OR=2.78; 95% CI 0.15 — 51.30

An important step in the study of polymorphic genes potentially associated with the development and
pathogenesis of diseases is the analysis of the expected and observed frequency of genotypes of the
studied polymorphisms and the correspondence of the frequency distribution to the Hardy-Weinberg
equilibrium (HW), which contributes to the assessment of the population risk of genetically
determined diseases.

Table 3. Expected and observed frequency of distribution of genotypes for the RCV polymorphism
G/T of the F3 gene in the main group with unsuccessful IVF in women with thrombophilia.

2

Genotypes genotype frequency X P
Observable Expected
G/G 53,3 53,01 0.530
GIT 38,8 39,6 0.396
T/T 7,8 7,4 0.074
Total 100,00 100,00 0,01 0,9

Based on the calculation by the XB equation, in the main group the theoretically expected frequency
of the favorable homozygous genotype G/G of the G/T polymorphism of the F3 gene was 53.01%, and
of the observed genotype - 53.3%, respectively, which is 0.9 lower than the observed one. Whereas the
expected frequency of the heterozygous genotype G/T was 39.6, and the observed one was 38.8%,
which was 1.02 times higher than the indicators (P <0.05). It should be noted that in the variants of
unfavorable genotypes T/T, the expected frequency was 7.4%, and the observed frequency was 7.8%,
which were in unreliable indicators, i.e. were almost no different from each other.

Table 4. Expected and observed frequency of distribution of genotypes for RHB polymorphism G/T of
the F3 gene in the control group of women without thrombophilia.

Genotypes genotype frequency ¥ P
Observable Expected
G/G 100,0 60,5 1.0
G/T 0 34,5 0 1
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T/T 0 4,9 0
Total 100,00 100,00 0

Whereas in the control group, based on the XB equation, the theoretically expected frequency of the
favorable homozygous genotype G/G polymorphism of the F3 gene was 60.5%, and the observed
genotype was noted to be 100.0%, respectively, which is 1.6 lower than the observed values. The
frequency of the expected heterozygous variant G/A was 34.5% and the homozygous genotype T/T -
4.9% of cases, and the observed ones - 0%, which was 34.5 and 4.9 times higher than the indicators ( P
<0.05).

Analysis of the results obtained shows that the distribution of all genotypes of the G/T
polymorphism of the F3 gene in the main group of women and controls corresponds to RHV,
indicating the absence of the influence of systematic or random factors that can change the genetic
structure of populations. The study of the genetic structure of this marker revealed a high level of
expected heterozygosity in the main and control groups of patients (39.6% and 34.5%, respectively).

Analysis of concomitant pathology in patients with unsuccessful IVF with thrombophilia showed that
in patients with favorable genotypes G/G variants of the F3 gene, urinary tract infections (UTI) were
detected in 12.2% of cases, blood disease (various degrees of anemia) was detected in 10.4% severity),
endocrinopathy (thyroid disease) - 8.7%, respectively. Whereas in patients with heterozygous
genotypes G/T, BMI was most often detected - 47.7%, endocrinopathy - 34.4%, ENT disease (chronic
tonsillitis) - 34.4%, which is 3.9 and 3.4 times exceeded the indicators of patients with favorable
genotypes of the F2 gene. (P <0.05). In our opinion, the data obtained are important in the clinical
course of pregnancy in patients with thrombophilia, which requires further study.

In the studies of Musalaeva 1.0. (2022) found that intrauterine infection may cause fetal infection and
inflammation, which can lead to a severe inflammatory response in the fetus called fetal inflammatory
response syndrome.

It should be noted that in patients with mutant allelic variants of the F3 gene with concomitant
pathology of the urinary tract, the blood system may be one of the leading provoking factors in the
development of non-developing pregnancies with thrombophilia.

Taking into account the correspondence of the observed proportion of genotypes of the G/T
polymorphism of the F3 gene in the studied samples to the Hardy-Weinberg equilibrium, our study
indicates the connection of the functionally unfavorable allele “T”, leading to the replacement of GIn
with Tia. amino acid sequence, with the development of non-developing pregnancies in thrombophilia.
At the same time, the risk of developing a secondary pathology in the presence of a variant allele of
polymorphism in the genome increases almost 20 times.

We have also shown that the heterozygous genotype of the G/T polymorphism of the F3 gene is a
genetic determinant that determines the formation of thrombophilia in non-continuous pregnancies,
and its carriage is a predisposition factor to the development of this pathology, increasing its risk by 19
times (OR = 19.8). The identified connection between the functionally unfavorable allele and the
heterozygous genotype of the studied polymorphism with the pathogenesis of thrombophilia against
the background of non-developing pregnancies may also indicate a high probability of association of
this pathology with the variant G/T genotype.

Thus, clinical molecular genetic studies indicate that patients with identified non-functional genotypes
G/T of the F3 gene have a risk of developing thrombophilia, which amounted to 38.8% of cases.
(x2=11.67; p<0.003; OR=19.83; 95% CI1.15 — 341.95). Variants of polymorphisms of hetero-G/T and
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homozygous genotypes T/T of the F3 gene are significant prognostic criteria for the risk of developing
undeveloped pregnancies in women with thrombophilia among women of the Uzbek population.

Conclusions:

1. Analysis of molecular genetic studies of the frequency distribution of alleles of the G/T
polymorphism of the F3 gene in a sample of women from the main group showed that the
functional G allele was determined in 72.7% (133/180), and in the control group without
thrombophilia - in 100% ( 30/30) respectively. (x2=10.65; p<0.001; OR=0.04; 95%CI 0.00 —
0.73). While the mutant allele “T” in the main group was detected in 49 patients (49/180),
which accounted for 37.4% of cases. And in the control group in our cases it was not detected.
(x2=10.65; p<0.001; OR=22.96; 95%CI 1.38 — 382.75)

2. Clinical molecular genetic studies indicate that patients with identified non-functional
genotypes G/T of the F3 gene have a risk of developing thrombophilia, which amounted to
38.8% of cases. (y2=11.67; p<0.003; OR=19.83; 95% CI1.15 — 341.95). Variants of
polymorphisms of hetero-G/T and homozygous genotypes T/T of the F3 gene are significant
prognostic criteria for the risk of developing non-developing pregnancies during IVF in women
with thrombophilia among women of the Uzbek population.

Literature:

1. Bakhadurovna, H. D., & Akmalovna, I. G. (2022). THE ROLE OF MULTIGENIC
THROMBOPHILIA IN WOMEN WITH UNFAVORABLE OUTCOMES AFTER
EXTRACORPOREAL FERTILIZATION. ResearchJet Journal of Analysis and Inventions, 3(1),
44-50.

2. Bakhodirovna, K. D. (2022). Thrombophlebia and Pregnancy, Predicting Perinatal Complications
and Optimizing Administration Tactics. International Journal of Culture and Modernity, 13, 130-
137.

3. Dustova, N. K., Hafizova, D. B., Jalolova, V. Z., & Raxmatova, M. R. (2018). Prevention of
complications of varicose veins of pelvic organs in women of reproductive age. Asian Journal of
Multidimensional Research (AJMR), 7(11), 54-59.

4. Hafizova, D. B. (2023). EVALUATION OF THE SIGNIFICANCE OF THE G/A
POLYMORPHISM OF THEF7 GENE IN THE DEVELOPMENT OF AN UNFAVORABLE IVF
OUTCOME IN WOMEN WITH THROMBOPHILIA. British Medical Journal, 3(2).

5. Hui, X. U., Maiti, G., Shanmugan, K., Prakash, B. B., Dustova, N. K., Hafizova, D. B., ... &
Nurmamatovna, I. S. Asian Journal of Multidimensional Research (AJMR).

6. lhtiyarova, G. A. (2013). Modern and differentiated approaches to the management of pregnant
with a dead fetus. International Journal of Applied and Fundamental Research, (2), 191-191.

7. Ilkhtiyarova, G. A. (2016). Differentiation of approaches to the management of pregnant women
with antenatal fetal death. News of Dermatology and Reproductive Health, (1-2), 73-74.

8. Ikhtiyarova, G. A. (2018). Early diagnosis of complications of varicose veins in pregnant.

9. Ikhtiyarova, G. A. (2019). HORMONAL METHODS OF ABORTION IN WOMEN WITH
ANTENATAL FETAL DEATH.PROBLEMS AND SOLUTIONS OF ADVANCED
SCIENTIFIC RESEARCH, 1(1), 288-293.

664 " Published by “ CENTRAL ASIAN STUDIES" http://www.centralasianstudies.org

Copyright (c) 2023 Author (s). This is an open-access article distributed under the terms of Creative Commons
Attribution License (CC BY).To view a copy of this license, visit https://creativecommons.org/licenses/by/4.0/



CAJMNS Volume: 04 Issue: 06 | Nov-Dec 2023 I

10. Ikhtiyarova, G. A. (2022). A NEW VIEW ON THE PATHOLOGY OF ANTIPHOSPHOLIPID
SYNDROME COMBINED WITH PRE-ECLAMPSIA OF PREGNANCY. World Bulletin of
Public Health, 9, 84-87.

11. Ikhtiyarova, G. A. (2022). Assessment of Risk Factors for Intrauterine Fetal
Malformations. International Journal of Formal Education, 1(4), 22-28.

12. Ikhtiyarova, G. A. (2022). EARLY PREGNANCY LOSS AFTER TREATMENT WITH
ASSISTED REPRODUCTIVE TECHNOLOGIES. Asian journal of pharmaceutical and biological
research, 11(1).

13. Ikhtiyarova, G. A. (2022). OUTCOMES OF ASSISTED REPRODUCTIVE TECHNOLOGY
PROGRAMS IN PATIENTS WITH A HISTORY OF RELATED PREGNANCY
MISSION. Thematics Journal of Microbiology, 6(1).

14. Ikhtiyarova, G. A. Diagnostics, treatment and obstetric tactics for fetal loss syndrome. F: News of
Dermatology and reproductive health, (1.2016), S74-75.

15. Ikhtiyarova, G. A., & Aslanova, M. (2019). Zh., Dustova NK Microbiological changes in pregnant
women with antenatal fetal death. Euaropean journal of research, (2), 102-109.

16. Ikhtiyarova, G. A., Dustova, N. K., Kudratova, R. R., Bakhramova, S. U., & Khafizova, D. B.
(2021). Pre-Course Training of Women With Reproductive Loss of Fetus in Anamnesis. Annals of
the Romanian Society for Cell Biology, 6219-6226.

17. Ikhtiyarova, G. A., Karimova, G. K., & Navruzova, N. O. (2019). KhairullaevCh. K. Ultrasound
diagnostics of diabetic fetopathy in pregnant women with metabolic syndrome on the background
of diabetes mellitus. Medicine and sports2019,(3-4), 56-58.

18. Ikhtiyarova, G. A., Khafizova, D. B., & lkhtiyarova, D. F. (2019). Criteria For prediction of
complications in pregnant women with antenatal fetal death. TOM VI, 67.

19. Ikhtiyarova, G. A., Kilicheva, V. A., & Hafizova, D. A. MODERN VIEWS OF CAUSES
DYSMENORRHEA AND ITS CORRECTION. 3BAMAHYU MEJJMIIUHA: JOoCTYPJIEP MEH
NMHHOBAILIMAJIAP, 514.

20. Juraboyevna, A. M. (2022). Comparative Analysis of ITGB 3 Gene Polymorphism in Fetal Growth
Retardation Syndrome. Research Journal of Trauma and Disability Studies, 1(12), 64—72.

21. Karimova, G. K., Ikhtiyarova, G. A., & Muminova, N. K. (2021). Early biochemical markers and
screening diagnosis of Gestional diabetes mellitus and its prevention during pandemic
period. Journal of Natural Remedies, 22(1 (1)), 17-26.

22. Karimova, G. K., Navruzova, N. O., & Nurilloyeva Sh, N. (2020). An individual approach to the
management of gestational diabetes. European Journal of Molecular & Clinical Medicine, 7(2),
6284-6291.

23. Komilovna, G. K. (2023). Clinical and Anamnestic, Laboratory and Instrumental Indicators of
Pregnant Women with Gestational Diabetes. Central Asian Journal of Medical and Natural
Science, 4(5), 390-398.

24. Komilovna, G. K. (2023). Clinical and Anamnestic, Laboratory and Instrumental Indicators of
Pregnant Women with Gestational Diabetes. Central Asian Journal of Medical and Natural
Science, 4(5), 390-398.

665 " Published by “ CENTRAL ASIAN STUDIES" http://www.centralasianstudies.org

Copyright (c) 2023 Author (s). This is an open-access article distributed under the terms of Creative Commons
Attribution License (CC BY).To view a copy of this license, visit https://creativecommons.org/licenses/by/4.0/



CAJMNS Volume: 04 Issue: 06 | Nov-Dec 2023 I

25. Sh, I. A., Ikhtiyarova, G. A., Musaeva, D. M., & Karimova, G. K. (2020). Assessment of the status
of pregnant women with diabetes mellitus infected with COVID-19. New day in medicine, 2, 30.

26. Aconoa , M. (2022). XOMWJIA VCHIIN YETAPAJIAHUILI CUHIPOMU MABXV]I
XOMUIIAAOPJIAPJA XOMUIIAZIOPJIMK BA TYT'PYK KEUUI XYCYCUSATIIAPHU, AHI'U
TYITWITAH YAKAJIOKJIAP XOJIATUHM BAXOJIAILL HATUXAJIAPU. Espa3suiickuit
KypHaJI akaJeMHUUYeCcKUX uccienoBanui, 2(13), 1211-1218.

27. Acnonosa M.IO. (2022). TIPUPOJIA HAPYIIEHHWI B CUCTEME MATb-IIJIALIEHTA-ITno0x
N "X POJIb B PABBUTUU CHUHAPOMA 3AJEPXKHWU POCTA IIIOJA. Cerb yuYeHBIX:
MeskayHapOIHbIH HAyYHO-MCCIIeI0BaTENbCKHI xKypHai , 3 (12), 1037-1047.

28. AcnonoBa Maxmu€ J[xypaboeBHa. (2022). OueHka BBISBISIEMOCTH MOIMMOpPPU3MA TeHa
uHTerpuHa aibda-2 (rnmukonporenHa TpomoonutoB la/lla) (ITGA2) y 6epeMeHHBIX ¢ CHHIPOMOM
3aJIepKKH pocta mioaa. [modansHoe HayuHoe o6o3penue , 10, 140-144.

29. AcnonoBa, M. XK., Hxtusaposa, I'. A., Xadwuzosa, /[. b., & Mupsoea, M. P. (2018).
MukpoOHroJioruueckass M TOPMOHAJIbHAs XapaKTepUCTHKA (OPMHPOBAHHS HEPa3BHUBAIOIICHCS
O0epemenHocTd. In dyHIaMEHTAIBHBIC M PAKTHYECKHUE BOIPOCHI MMMYHOJIOTHH M HH(EKTOJOTHH.
C6. Hayu. cTareil y4aCTHUKOB MEKAYyHAp. Hayd.-1pakT. Koud (pp. 9-15).

30. UxtusipoBa, I'. A., Kapumoma, I'. K., HaBpy3oa, H. O., & Xaiipymmae, Y. K. (2019).
VYbpTpa3BykoBas AMArHOCTHKA IUa0CTHUYECKOW (eronmaTnu y OEpPEeMEHHBIX C METOOOIUYECCKUM
CHHIPOMOM Ha (hoHe caxapHoro auabdera. Tudb6uér Ba cropr,(3-4), 56-58.

31. Uxtusiposa, I'. A., Kypbanosa, 3. I1I., & Xadpusosa, /1. b. (1999). COBPEMEHHBIE ACIIEKTbI
BOCIHAJIATEJIbHBIX W3MEHEHMU B CHCTEME MATB-IUNIAIEHTA-IUIOA IIPU
AHTEHATAJIbHOU I'MBEJIA TUIOJJA. UHOEKIW S, UMMYHUTET u ®APMAKOJIOT S,
132.

32. Uxtusiposa, I'., Kypbanona, 3., & Xadwuzosa, /[. (2019). BocmanuTenbHbIe N3MCHEHHS B CHCTEME
MaTb-TUIAlleHTa-TUIO ] P aHTeHaTaIbHON rubenu mioaa. JKypHaia BeCTHUK Bpaya, 1(2), 61-68.

33. UxtuspoBa, I'., Xadmsosa, J[., & AcnonoBa, M. (2020). TIATOMOP®OJIOITMYECKUE U
MHKPOBUOJIOTUYECKUE TAPAJIJIEJIU IIYTEM MHOUIIUPOBAHUS TUJIALIEHTBI Y
JKEHIIIMH C PEITPOAYKTHUBHBIMU I[TOTEPAMUN IJIOIA B ITEPUO/T
I[MTAHJIEMUMU. XKypHan BecTHUK Bpaya, 1(3), 54-58.

34. Kapumona, I'. K. (2022). I'ecrartmon Kanmmu [[uaberna Xomwmmamopiauk Ba Tyrpykau OnmG
bopumi. AMALIY VA TIBBIYOT FANLARI ILMIY JURNALLI, 1(6), 180-192.

35. Kapumonsa, I'. K. (2022). T'ectanmoH KaHIM JAA0CTHH 3pTa TAIIXHCIAITHHHT OWOKWMEBUI
ckpununru. Bargarorlik va yetakchi tadgigotlar onlayn ilmiy jurnali, 2(8), 199-212.

36. Kapumosa, I'. K., & Kapumona, I'. K. (2023). JlabopaTop-UucTpymenTansubie [lokazarenn
bepemennnix C T'ecrammonnsiM JIuabetom. AMALIY VA TIBBIYOT FANLARI ILMIY
JURNALLI, 2(10), 1-8.

37. Kapumosa, I'. K., & Hxtusposa, I'. A. (2021). I[IOITYJIALIMA U PAHHUE ITPEJJUKTOPBI
I'ECTAIMOHHOI'O CAXAPHOI'O JWMABETA B TIIEPUOJA ITAHJEMUU. Xypuan
TEOPETHYECKON M KIIMHMUECKOW MeuIuHbI, (6-1), 77-80.

38. Kapumona, I'. K., Uxtusipora, I'. A., & MymunoBa, H. K. (2021). Pannue Omoxummueckue
MapKepbl U CKPUHUHT-TUArHOCTHKA T€CCHOHAILHOTO CaxapHOro nuabera U ero mpoQuiiakThKa B
nepuo nanaemun. JKypHai mpupOIHBIX CPEACTB MPaBoOBOi 3amuThl, 22(1), 1.

666 " Published by “ CENTRAL ASIAN STUDIES" http://www.centralasianstudies.org

Copyright (c) 2023 Author (s). This is an open-access article distributed under the terms of Creative Commons
Attribution License (CC BY).To view a copy of this license, visit https://creativecommons.org/licenses/by/4.0/



CAJMNS Volume: 04 Issue: 06 | Nov-Dec 2023 I

39. Kapumona, I'. K., Uxtusposa, I'. A., & Haspyzosa, H. O. (2020). CkpuHUHT JUarHOCTHKa
recraioHHoro auadera. HoBwiit nens B mequnune, (1), 220-222.

40. Kapumoga, I'. K., HaBpy3osa, H. O., & Hypumnoega, I1I. H. (2020). UaauBuayansHbIi MOIX0 K
BEJICHUIO TIeCTallMOHHOro Juabera. EBponeiickuil JkypHal MOJIEKYJSIPHOM H  KIMHMYECKOH
MeauuuHsl, 7(2), 6284-6291.

41. Xaduzona, /. b., & Uxtuspona, I'. A. (2022). Onenka Pomu I'enernueckoro Ilomumopduszma
®daktopoB Cuctemsl ['emocraza I'ena F3 B PasButum TpombGodumuu V Kenmun Y30ekckoit
omynsaiuu. AMALIY VA TIBBIYOT FANLARI ILMIY JURNALL, 1(5), 20-28.

42. Xadpuzosa II.b. (2023). Onenka Pomu I'enermueckoro Ilommmopduzma DakropoB Cucremsl
I'emocraza I'ena F3 B Pazsutuu TpomOodunun y Kenmun Y3oekckoii [Tonymsaunu. AMALIY VA
TIBBIYOT FANLARI ILMIY JURNALLI, 2(11), 225-234.

43. Tosheva, I. 1. (2022). Research Article: Study of Obstetric and Somatic History in Women with
Discharge of Amniotic Fluid. International Journal of Clinical Reports and Studies, 1(2).

667 " Published by “ CENTRAL ASIAN STUDIES" http://www.centralasianstudies.org

Copyright (c) 2023 Author (s). This is an open-access article distributed under the terms of Creative Commons
Attribution License (CC BY).To view a copy of this license, visit https://creativecommons.org/licenses/by/4.0/



